GGATCCATGGGACATAAACATATCGCG-3'
BamHI and yjiCR-5'-CTCGAGTTATTTTACTCCTGCGGGTGCTAA-3' XhoI (Bold and underlined sequence represents the restriction enzyme site) using total genomic DNA of Bacillus licheniformis DSM-13 as a template. The 1,191 bp long fragment of yjiC was excised from pGEM® -T vector by BamHI/XhoI and was cloned into the same sites of pET28a (+) to generate the recombinant expression vector pET28-YjiC. pET28-YjiC was transformed into E. coli BL21 (DE3) using the heat shock transformation method. 50 µL of E. coli BL21 (DE3) harboring pET28-YjiC was cultured overnight and was inoculated into 50 mL LB medium and incubated at 37°C until absorbance at 600 nm (OD 600 ) reached to 0.5-0.7. The culture was induced with 0.5 mM of isopropyl-β-D-thiogalactopyranoside (IPTG) followed by continued growth at 20°C with shaking for 20 h. The cells were harvested by centrifugation at 3,000 rpm for 10 min, washed twice with 100 mM Tris-Cl (pH: 8.0) and resuspended in 1 mL of the same buffer. The cells were lysed by sonication and the lysate was cleared by centrifugation (12,000 rpm) for 30 min at 4°C. Cleared lysate was mixed with 1 mL of Ni-nitrilotriacetic acid (Ni-NTA) agarose (Qiagen, Valencia, CA, USA) and was purified according to the manufacturer's instructions. Fractions containing purified protein were assessed via sodium dodecyl sulfate-polyacrylamide gel electrophoresis (12% SDS-PAGE), and were concentrated using Amicon Ultra-15 (Millipore, 10K NMWL centrifugal filters). The purified protein was stored in the buffer containing 100 mM Tris-HCl (pH 8.0) and 20% [v/v] glycerol until use. 
Glycosyltransferase activity assay
The reactions for YjiC were carried out in a total volume of 100 µl of reaction mixture containing 100 mM Tris-Cl (pH 8.8), 4 mM NDP-sugar, 2 mM acceptor substrate, 2 mM MgCl 2 and 40 µg/mL of appropriately diluted enzyme. The reaction mixture was incubated at 30°C for 4 h. The assay mixtures lacking enzyme served as controls. The reaction was quenched by addition of double volume of chilled methanol, centrifuged to remove proteins, and the reaction product was monitored by HPLC-PDA after proper dilution.
Analytical methods
Reverse-phase HPLC-PDA analysis was performed with a C18 column (Mightysil RP-18 GP 
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